
Name p -value Motif Locations

YNL018C 3.48e-18

CACA0s17e00638g 7.85e-34

CACA0s33e05214g 8.99e-29

NABA0s25e04972g 4.58e-2

NABA0s32e00946g 3.91e-15

NABA0s34e03366g 5.64e-17

KAFR0C03150 2.19e-29

KAFR0H02970 5.56e-9

KAFR0I02460 3.92e-27

Kpol_184.2 6.02e-10

TBLA0E01850 4.52e-24

TBLA0I01200 4.39e-27

TDEL0H02910 1.87e-29

TDEL0H03160 1.42e-11

TDEL0H03220 1.06e-39

ZTOR0F02550 6.55e-39

ZYBA0A06700g 7.10e-12

ZYBA0A08460g 5.01e-49

ZYBA0B09296g 1.53e-5

ZYBA0I01310g 9.41e-31

ZYBA0L02806g 3.09e-45

ZYRO0A04510g-ZYRO0A04488g 8.58e-4

ZYRO0A10868g 3.13e-33

ZYRO0D09658g 4.25e-50

ZYRO0E04774g 2.68e-39

ZYRO0F04268g 2.32e-9

ZYRO0F04818g 7.44e-30

ZYRO0G10230g 2.37e-46

ZYRO0G10692g 7.27e-42

Motif Symbol Motif Consensus
1. GIRSASRKHKFRFWLNKKRD
2. LAAAEAARIASIRNRARAAAFAGAVAAAAYARVRAAERNPNASHGSJA
3. QLLKKENWYEKVLGEYCPVRLRKQKRLBY
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Motif 2

Motif 3

E-value: 9.6e-131 Sites: 34 Width: 20

E-value: 3.6e-097 Sites: 9     Width: 48

E-value: 9.5e-065 Sites: 12 Width: 29
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